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Backtracing is observed on several spectra in Figure 4 of this article [1].
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Fig. 4. (A) RMSD of 1L2M + Curcumin (red colored) after 100 ns run; (B)RMSF of 1L2M + Curcumin (red colored) after 100 ns run; (C) Radius of Gyration of 1L2M +
Curcumin (red colored) after 100 ns run; (D) Hydrogen bonding of 1L2M + Curcumin (red colored) after 100 ns run.
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